
−5.14

−1.6

1.94

5.48
HALLMARK_GLYCOLYSIS

G
S

Z
mBL
intermediate
non−mBL

MET
MET
MET

CHST2
CD44
CD44
CD44
CD44
CD44
CD44
CD44
DCN
DCN
DCN
DCN

COL5A1
COL5A1
COL5A1
PLOD2
PLOD2
VCAN
VCAN
VCAN
VCAN
VCAN

BIK
PKM
CTH
CTH

ENO2
FUT8
CD44

SLC37A4
TGFA

GMPPB
SDC3

B4GALT4
CYB5A
ALDOB
ALDOB
ALDOB

HOMER1
NASP

HS2ST1
CXCR4
CXCR4
FKBP4
SAP30

DEPDC1
PDK3
PDK3
EGFR
EGFR
LHPP
SOX9
SOX9

IGFBP3
IGFBP3

SDC2
SDC2
TGFBI

ANG
KDELR3
KDELR3

P4HA2
SLC16A3
IL13RA1
IL13RA1
IL13RA1
IL13RA1

AK4
TKTL1
GFPT1
MERTK
CITED2
ERO1A

ME1
RRAGD
RRAGD
CHPF2
PYGB

CHST12
CHPF

SPAG4
B3GAT1

FBP2
B4GALT1
B4GALT1

TSTA3
EFNA3

ANKZF1
ANGPTL4

STC1
VEGFA
VEGFA
VEGFA
ISG20

ADORA2B
STC2

CLDN9
GPC4
TPBG
NT5E
PAM

SLC16A3
SLC16A3

SDC1
SDC1
IRS2
IRS2

−2.5 3.3∆ e



−6

−4

−2

0

2

4

6

HALLMARK_GLYCOLYSIS
G

S
Z

on
−
off

# features = 314

1

13



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

HALLMARK_GLYCOLYSIS
G

S
Z


