7.35

GSZ

-0.95

-51 _-l--l-l.l I | I l I

EFNAl
PLK2
SGK1
MFAP2
RND3
CCND1
FHL2
KRT19
CYRG61
CYR61
KLRC?2
HNRNPH1
SRSF5
FUBP1
HNRNPH1
TRAF4
NFKB2
MCL1
CYTH1
EGR3
CD83
BCAR3
KRT14
ELL2

3.2

DORN_ADENOVIRUS_INFECTION_32HR_DN

w

I I
HLTY (LR
I

IR REM T Ih
|I|”I II IIII III

IIII IERALETA il

mBL

non—-mBL




NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

mhh\\hj l J\“

i
e ————
—_
e —————
_—
e ——n N
—_
[————————————————
1
I
v @




DORN_ADENOVIRUS_INFECTION_32HR_DN

mBL
intermediate
non—-mBL



