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ATP8A1CYTH1QKIU2AF2HNRNPH1ILF3HNRNPH1ZBTB18ELF1ELF1ERLIN1ZEB1FBXW11LIN7CCRKLRNF6CDK17FBXO38ZFXZFXZFXFOXJ3TTC3SETD2CAPN7CAPN7NR3C1SAR1AGLSGLSRYKRYKMAP4K5MAP4K5PTGER4ARHGAP12SCAPERSCAPERPRRC2CSECISBP2LZEB1SRSF11FBXO11PDS5BHIPK1PPP1R12APRRC2CPIK3R1PIK3R1
TTC3UBXN4KRASZNF395SRSF11U2SURPPGRMC2PDS5BFBXO11CRY1LGALS8LGALS8LGALS8LGALS8PTGER4LCP2LCP2PDCD4PDCD4PDCD4PDCD4CELF2CELF2CELF2LDLRAD4LDLRAD4LDLRAD4ITPR1ITPR1ITPR1ITPR2ITPR2
CYLDCYLDCYLDCYLDATP2B1ATP2B1ATP2B1MAP4K4MAP4K4MCUBSYPL1PLEKHF2ZZEF1CUL2CCDC93CHD9PIAS1VEZF1FBXO11SMC5NAA16CUL5CSNK1A1
ZEB1KIAA1109SYNJ1CCDC93TRIM33EWSR1UBE3AUBE3AAKAP17AITPR2PRKD3PRKD3MTF2MTF2CASP7CHUKRBM48RBM48CCDC93ANGEL2MORC3ZBTB18MEX3CAPCAPCZNF292FAM172ASOCS5SOCS5SLKSLKZBTB14FBXO3SUMO1TRAPPC13LIN7CEIF4EPAQR3ZFXCBLL1RCBTB1EIF2AK3CLK1SENP6N4BP2L2OTUD4RABGGTBHNRNPDDCUN1D4DCUN1D4DCUN1D4ATP2C1ATP2C1ATP2C1ATP2C1GTPBP4YWHAZSENP6UFL1DENND1BELMO2ELMO2ELMO2TANKCYP20A1KIAA1109CSNK1A1ARFGEF2

FOXN3FOXN3FOXN3ZZEF1CYLDFBXO21PHF3ITSN2ITSN2STK17ASTK17AGPR65
QKIPNRC1TANKUBL3ITM2BBMI1SECISBP2LLGALS8RGPD6QKIITSN2

RASA4CSNK1G2APCTRIM33PRRC2CPRRC2CAPCRALGAPA1CHD9EWSR1UPF3APOM121
TRIM33APCYLPM1MOB4KRASNIPBLNIPBLRFC1SETD2NET1NET1ATP8A1MAP4K3

HNRNPDN4BP2L2
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