
−2.17

−0.82

0.53

1.87
AP−2 adaptor complex

G
S

Z
mBL
intermediate
non−mBL

EGFR

EGFR

HIP1

HIP1

LDLRAP1

LDLRAP1

EGFR

PICALM
−1.2 2∆ e



−6

−4

−2

0

2

4

6

AP−2 adaptor complex
G

S
Z

on
−
off

# features = 23

1

2



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

AP−2 adaptor complex
G

S
Z


