
−3.82

−1.24

1.35

3.93
phosphorylation

G
S

Z
A *
A C *
A C F *
A F *
C F *
F *
F J *
J *
N *

PANK3
N4BP2

GK
GK

MIR6084
ITPK1
NADK

NT5C2
GSK3B
MAPK3
MAPK3
DGKQ

DCAKD
HYKK
TNK2
AKT1

COQ8A
LOC105372824

BCKDK
COASY

PAK2
PAPSS1
PAPSS1

SRC
PGK1

LRRK2
PANK2
PANK2

ADK
AK3

TRRAP
MIR1914

NMRK1
TPK1

STAT3
STAT3
STAT3

FN3KRP
DCK

PRPS1
SEPHS1

−1.5 1.3∆ e



−3

−2

−1

0

1

2

3

phosphorylation
G

S
Z

on
−
off

# features = 158

1

4



A
 *

A
 C

 *

A
 C

 F
 *

A
 F

 *

C
 F

 *

F
 *

F
 J

 * J 
*

N
 *

−4

−2

0

2

4

phosphorylation
G

S
Z


