
other_cancerHNPCC

Global Summary

%DE = 0.07

# genes with fdr < 0.2  = 909  ( 3 + / 906  −)

# genes with fdr < 0.1  = 751  ( 2 + / 749  −)

# genes with fdr < 0.05  = 444  ( 1 + / 443  −)

# genes with fdr < 0.01 = 202  ( 1 + / 201  −)

# genes in genesets = 18990

<FC> = 0

<t−score> = −3.71

<p−value> = 0.25

<fdr> = 0.93
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ribosomal protein S4, Y−linked 1 [Source:HGNC Symbol;Acc:HGNC:10425]

serine peptidase inhibitor, Kazal type 14 (putative) [Source:HGNC Symbol;Acc:HGNC:33825]

solute carrier family 34 (type II sodium/phosphate cotransporter), member 2 [Source:HGNC Symbol;Acc:HGNC:11020]

melanoma antigen family A2B [Source:HGNC Symbol;Acc:HGNC:19340]

UDP glycosyltransferase 3 family, polypeptide A1 [Source:HGNC Symbol;Acc:HGNC:26625]

neurocan [Source:HGNC Symbol;Acc:HGNC:2465]

DEAD (Asp−Glu−Ala−Asp) box helicase 3, Y−linked [Source:HGNC Symbol;Acc:HGNC:2699]

G antigen 1 [Source:HGNC Symbol;Acc:HGNC:4098]

regenerating islet−derived 3 gamma [Source:HGNC Symbol;Acc:HGNC:29595]

protocadherin beta 1 [Source:HGNC Symbol;Acc:HGNC:8680]

ubiquitin specific peptidase 17−like family member 23 [Source:HGNC Symbol;Acc:HGNC:44451]

gastric intrinsic factor (vitamin B synthesis) [Source:HGNC Symbol;Acc:HGNC:4268]

surfactant protein C [Source:HGNC Symbol;Acc:HGNC:10802]

small proline−rich protein 2A [Source:HGNC Symbol;Acc:HGNC:11261]

chymotrypsin−like elastase family, member 3A [Source:HGNC Symbol;Acc:HGNC:15944]

ectonucleotide pyrophosphatase/phosphodiesterase 7 [Source:HGNC Symbol;Acc:HGNC:23764]

chymotrypsin−like elastase family, member 3B [Source:HGNC Symbol;Acc:HGNC:15945]

melanoma antigen family A9 [Source:HGNC Symbol;Acc:HGNC:6807]
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Global Geneset Analysis
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other_cancerHNPCC

Local Summary

%DE = 0.69

# metagenes = 27

# genes = 462

# genes in genesets = 458

# genes with fdr < 0.1  = 0  ( 0 + / 0  −)

# genes with fdr < 0.05  = 0  ( 0 + / 0  −)

# genes with fdr < 0.01 = 0  ( 0 + / 0  −)

<r> metagenes = 0.9

<r> genes = 0.67

<FC> = 0.16

<t−score> = 1

<p−value> = 0.39

<fdr> = 0.99
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ENSG00000177606
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jun proto−oncogene [Source:HGNC Symbol;Acc:HGNC:6204]

jun B proto−oncogene [Source:HGNC Symbol;Acc:HGNC:6205]

actin, beta [Source:HGNC Symbol;Acc:HGNC:132]

FBJ murine osteosarcoma viral oncogene homolog [Source:HGNC Symbol;Acc:HGNC:3796]

sulfatase 2 [Source:HGNC Symbol;Acc:HGNC:20392]

lamin A/C [Source:HGNC Symbol;Acc:HGNC:6636]

dual specificity phosphatase 1 [Source:HGNC Symbol;Acc:HGNC:3064]

BTG family, member 2 [Source:HGNC Symbol;Acc:HGNC:1131]

metallothionein 1A [Source:HGNC Symbol;Acc:HGNC:7393]

metallothionein 2A [Source:HGNC Symbol;Acc:HGNC:7406]

tropomyosin 4 [Source:HGNC Symbol;Acc:HGNC:12013]

DNAJC25−GNG10 readthrough [Source:HGNC Symbol;Acc:HGNC:37501]

guanine nucleotide binding protein (G protein), gamma 10 [Source:HGNC Symbol;Acc:HGNC:4402]

vacuole membrane protein 1 [Source:HGNC Symbol;Acc:HGNC:29559]

protein S (alpha) [Source:HGNC Symbol;Acc:HGNC:9456]

chromosome 8 open reading frame 4 [Source:HGNC Symbol;Acc:HGNC:1357]

WW domain binding protein 5 [Source:HGNC Symbol;Acc:HGNC:30084]

coagulation factor XIII, A1 polypeptide [Source:HGNC Symbol;Acc:HGNC:3531]

superoxide dismutase 3, extracellular [Source:HGNC Symbol;Acc:HGNC:11181]

early growth response 1 [Source:HGNC Symbol;Acc:HGNC:3238]
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other_cancerHNPCC

Local Summary

%DE = 0

# metagenes = 10

# genes = 203

# genes in genesets = 200

# genes with fdr < 0.1  = 0  ( 0 + / 0  −)

# genes with fdr < 0.05  = 0  ( 0 + / 0  −)

# genes with fdr < 0.01 = 0  ( 0 + / 0  −)

<r> metagenes = 0.97

<r> genes = 0.53

<FC> = −0.11

<t−score> = −0.51

<p−value> = 0.56

<fdr> = 1
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uncharacterized LOC25845 [Source:EntrezGene;Acc:25845]

proline−rich acidic protein 1 [Source:HGNC Symbol;Acc:HGNC:23304]

UDP glucuronosyltransferase 1 family, polypeptide A6 [Source:HGNC Symbol;Acc:HGNC:12538]

cytidine deaminase [Source:HGNC Symbol;Acc:HGNC:1712]

chromosome 11 open reading frame 86 [Source:HGNC Symbol;Acc:HGNC:34442]

UDP glucuronosyltransferase 1 family, polypeptide A7 [Source:HGNC Symbol;Acc:HGNC:12539]

UDP glucuronosyltransferase 1 family, polypeptide A8 [Source:HGNC Symbol;Acc:HGNC:12540]

UDP glucuronosyltransferase 1 family, polypeptide A4 [Source:HGNC Symbol;Acc:HGNC:12536]

UDP glucuronosyltransferase 1 family, polypeptide A9 [Source:HGNC Symbol;Acc:HGNC:12541]

UDP glucuronosyltransferase 1 family, polypeptide A3 [Source:HGNC Symbol;Acc:HGNC:12535]

UDP glucuronosyltransferase 1 family, polypeptide A5 [Source:HGNC Symbol;Acc:HGNC:12537]

cadherin−related family member 2 [Source:HGNC Symbol;Acc:HGNC:18231]

UDP glucuronosyltransferase 1 family, polypeptide A10 [Source:HGNC Symbol;Acc:HGNC:12531]

major histocompatibility complex, class I, A [Source:HGNC Symbol;Acc:HGNC:4931]

major histocompatibility complex, class I, C [Source:HGNC Symbol;Acc:HGNC:4933]

alanyl (membrane) aminopeptidase [Source:HGNC Symbol;Acc:HGNC:500]

hydroxysteroid (17−beta) dehydrogenase 2 [Source:HGNC Symbol;Acc:HGNC:5211]

aquaporin 8 [Source:HGNC Symbol;Acc:HGNC:642]

ADP−ribosylation factor−like 14 [Source:HGNC Symbol;Acc:HGNC:22974]

tripartite motif containing 31 [Source:HGNC Symbol;Acc:HGNC:16289]
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