
−5.21

−0.87

3.46

7.79
positive regulation of cell migration

G
S

Z
MLH1_normHNPCC
MLH1_adenomaHNPCC
MLH1_cancerHNPCC
other_normHNPCC
other_adenomaHNPCC
other_cancerHNPCC

ETS1
CORO1A

PTK2B
CTSH

PIK3CD
LEF1

DIAPH1
LYN

ACP5
AIF1

SUN2
ZNF703
CXCL16
VEGFA
ACTN4

FAM83H
SEMA4G

CCL24
GNB2L1

HSPA5
CIB1
VIL1

F2RL1
PTP4A1

BMP2
RHOD
MIEN1

CXCL10
HBEGF
THBS1
S1PR1

CXCL12
SEMA3C

LAMB1
F3

PDGFRB
MMP14

MYLK
FN1

ITGA5
CCL11

ILK
FOXF1
MCAM
ITGB1

MYADM
CYR61

COL1A1

−0.5 1.1∆ e



−4

−2

0

2

4

6

positive regulation of cell migration
G

S
Z

on
−
off

# features = 178

1

8



M
LH

1_
no

rm
H

N
P

C
C

M
LH

1_
ad

en
om

aH
N

P
C

C

M
LH

1_
ca

nc
er

H
N

P
C

C

ot
he

r_
no

rm
H

N
P

C
C

ot
he

r_
ad

en
om

aH
N

P
C

C

ot
he

r_
ca

nc
er

H
N

P
C

C

−6

−4

−2

0

2

4

6

positive regulation of cell migration
G

S
Z


