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error—free translesion synthesis

————E B
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error—free translesion synthesis

# features = 19
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DDdNHJI82uRD Jaylo

DDdNHewWouspe 1aylo

DDdNHWIou Jaylo

OOdNHI82Ued THIN

DDdNHewousape THIIN

DOdNHwIou THIA



