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Global Summary

%DE = 0.08

# genes with fdr < 0.2  = 2954  ( 1964 + / 990  −)

# genes with fdr < 0.1  = 2224  ( 1580 + / 644  −)

# genes with fdr < 0.05  = 1703  ( 1264 + / 439  −)

# genes with fdr < 0.01 = 1083  ( 858 + / 225  −)

# genes in genesets = 16360

<FC> = 0

<t−score> = −0.01

<p−value> = 0.2

<fdr> = 0.92

Portrait

1 10 20 30 40

1

10

20

30

40

Top 100 DE genes

1 10 20 30 40

1

10

20

30

40

Global Genelist

Rank
ID

log(FC)
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metastasis associated lung adenocarcinoma transcript 1 [Source:HGNC Symbol;Acc:HGNC:29665]

ectodermal−neural cortex 1 [Source:HGNC Symbol;Acc:HGNC:3345]

serpin family A member 3 [Source:HGNC Symbol;Acc:HGNC:16]

visinin like 1 [Source:HGNC Symbol;Acc:HGNC:12722]

synaptotagmin 1 [Source:HGNC Symbol;Acc:HGNC:11509]

neurogranin [Source:HGNC Symbol;Acc:HGNC:8000]

solute carrier family 17 member 7 [Source:HGNC Symbol;Acc:HGNC:16704]

olfactomedin 1 [Source:HGNC Symbol;Acc:HGNC:17187]

glutamate ionotropic receptor NMDA type subunit 1 [Source:HGNC Symbol;Acc:HGNC:4584]

protein kinase C gamma [Source:HGNC Symbol;Acc:HGNC:9402]

neurochondrin [Source:HGNC Symbol;Acc:HGNC:17597]

dynamin 1 [Source:HGNC Symbol;Acc:HGNC:2972]

T−box, brain 1 [Source:HGNC Symbol;Acc:HGNC:11590]

neurofilament light [Source:HGNC Symbol;Acc:HGNC:7739]

neurofilament light [Source:HGNC Symbol;Acc:HGNC:7739]

guanylate binding protein 3 [Source:HGNC Symbol;Acc:HGNC:4184]

metastasis associated lung adenocarcinoma transcript 1 [Source:HGNC Symbol;Acc:HGNC:29665]

metastasis associated lung adenocarcinoma transcript 1 [Source:HGNC Symbol;Acc:HGNC:29665]

synapsin II [Source:HGNC Symbol;Acc:HGNC:11495]

glial fibrillary acidic protein [Source:HGNC Symbol;Acc:HGNC:4235]
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Global Geneset Analysis

Rank GSZ p−value #all Geneset

Overexpressed
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synapse

chemical synaptic transmission

plasma membrane

membrane
postsynaptic membrane

nervous system development

ion transport

neurotransmitter secretion
synaptic vesicle exocytosis

glutamate secretion
presynapse

postsynapse

regulation of exocytosis

regulation of synaptic vesicle exocytosis

potassium ion transport

regulation of ion transmembrane transport

positive regulation of excitatory postsynaptic potential

regulation of synaptic plasticity

regulation of NMDA receptor activity
memory

Underexpressed

1
2
3
4
5
6
7
8
9
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15
16
17
18
19
20

−7.78
−7.5
−6.79
−6.74
−6.55
−6.5
−6.32
−6.27
−6.02
−5.88
−5.6
−5.59
−5.27
−5.1
−4.87

−4.72
−4.62
−4.57
−4.56
−4.5

NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
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NULL
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276
366
564
90
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69

417
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93
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81
229
67
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1145
279
460
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translation
DNA repair
immune system process
viral transcription
cellular response to DNA damage stimulus

translational initiation
rRNA processing

SRP−dependent cotranslational protein targeting to membrane
innate immune response
defense response to virus
ribosome biogenesis
DNA replication
nuclear−transcribed mRNA catabolic process, nonsense−mediated decay
double−strand break repair via homologous recombination
mRNA splicing, via spliceosome

antigen processing and presentation of exogenous peptide antigen via MHC class I, TAP−dependent
inflammatory response
regulation of transcription by RNA polymerase II
RNA splicing
neutrophil degranulation


