
41121L
Global Summary

%DE = 0.08

# genes with fdr < 0.2  = 2277  ( 1420 + / 857  −)

# genes with fdr < 0.1  = 1793  ( 1145 + / 648  −)

# genes with fdr < 0.05  = 1241  ( 798 + / 443  −)

# genes with fdr < 0.01 = 695  ( 443 + / 252  −)

# genes in genesets = 16360

<FC> = 0

<t−score> = 0.1

<p−value> = 0.22

<fdr> = 0.92

Portrait

1 10 20 30 40

1

10

20

30

40

Top 100 DE genes

1 10 20 30 40

1

10

20

30

40

Global Genelist

Rank
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ADP ribosylation factor like GTPase 4C [Source:HGNC Symbol;Acc:HGNC:698]

neural EGFL like 2 [Source:HGNC Symbol;Acc:HGNC:7751]

carbonic anhydrase 12 [Source:HGNC Symbol;Acc:HGNC:1371]

sodium voltage−gated channel beta subunit 3 [Source:HGNC Symbol;Acc:HGNC:20665]

sodium voltage−gated channel beta subunit 3 [Source:HGNC Symbol;Acc:HGNC:20665]

protocadherin 8 [Source:HGNC Symbol;Acc:HGNC:8660]

myelin basic protein [Source:HGNC Symbol;Acc:HGNC:6925]

aquaporin 1 (Colton blood group) [Source:HGNC Symbol;Acc:HGNC:633]

myelin−associated oligodendrocyte basic protein [Source:HGNC Symbol;Acc:HGNC:7189]

aquaporin 1 (Colton blood group) [Source:HGNC Symbol;Acc:HGNC:633]

myelin basic protein [Source:HGNC Symbol;Acc:HGNC:6925]

insulin like growth factor binding protein 3 [Source:HGNC Symbol;Acc:HGNC:5472]

myelin−associated oligodendrocyte basic protein [Source:HGNC Symbol;Acc:HGNC:7189]

ATP binding cassette subfamily C member 8 [Source:HGNC Symbol;Acc:HGNC:59]

protocadherin alpha 6 [Source:HGNC Symbol;Acc:HGNC:8672]

Rho family GTPase 2 [Source:HGNC Symbol;Acc:HGNC:18315]

phospholipid phosphatase related 4 [Source:HGNC Symbol;Acc:HGNC:23496]

regulator of G protein signaling 1 [Source:HGNC Symbol;Acc:HGNC:9991]

seizure related 6 homolog like 2 [Source:HGNC Symbol;Acc:HGNC:30844]
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Global Geneset Analysis

Rank GSZ p−value #all Geneset
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SRP−dependent cotranslational protein targeting to membrane

regulation of transcription, DNA−templated

DNA−binding transcription factor activity, RNA polymerase II−specific

cytokine−mediated signaling pathway

immune system process

viral transcription

cellular response to interferon−gamma

inflammatory response

positive regulation of microglial cell activation

nuclear−transcribed mRNA catabolic process, nonsense−mediated decay

regulation of transcription by RNA polymerase II

translational initiation
immune response

antigen processing and presentation of peptide or polysaccharide antigen via MHC class II

lipopolysaccharide−mediated signaling pathway

central nervous system myelination

innate immune response

positive regulation of transcription by RNA polymerase II

positive regulation of T cell proliferation

positive regulation of inflammatory response

Underexpressed
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−7.81
−7.67
−7.65
−7.45
−6.3
−6.26
−5.98
−5.87
−5.62
−5.37
−5.35
−5.27
−5.17
−5.04
−4.98
−4.92
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−4.83
−4.67
−4.64
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236
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51
1435
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16
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43
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50
31
615
29
13
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chemical synaptic transmission
synapse

neurotransmitter secretion
mitochondrion
postsynaptic membrane
ion transport
positive regulation of calcium ion−dependent exocytosis
regulation of postsynaptic neurotransmitter receptor activity
neurotransmitter transport
membrane depolarization during action potential
regulation of short−term neuronal synaptic plasticity
regulation of ion transmembrane transport

membrane
synaptic vesicle exocytosis
nervous system process

mitotic sister chromatid segregation
transmembrane transport
negative regulation of insulin secretion
synaptic transmission, GABAergic
regulation of AMPA receptor activity


