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Global Summary

%DE = 0.06

# genes with fdr < 0.2  = 1446  ( 796 + / 650  −)

# genes with fdr < 0.1  = 983  ( 569 + / 414  −)

# genes with fdr < 0.05  = 710  ( 431 + / 279  −)

# genes with fdr < 0.01 = 364  ( 216 + / 148  −)

# genes in genesets = 16360

<FC> = 0

<t−score> = 0.13

<p−value> = 0.26

<fdr> = 0.94
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Global Genelist
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spectrin beta, non−erythrocytic 1 [Source:HGNC Symbol;Acc:HGNC:11275]

eukaryotic translation initiation factor 5A [Source:HGNC Symbol;Acc:HGNC:3300]

ZFP36 ring finger protein like 2 [Source:HGNC Symbol;Acc:HGNC:1108]

G antigen 12J [Source:HGNC Symbol;Acc:HGNC:17778]

G antigen 12J [Source:HGNC Symbol;Acc:HGNC:17778]

G antigen 12J [Source:HGNC Symbol;Acc:HGNC:17778]

thyroid stimulating hormone receptor [Source:HGNC Symbol;Acc:HGNC:12373]

thyroid stimulating hormone receptor [Source:HGNC Symbol;Acc:HGNC:12373]

thyroid stimulating hormone receptor [Source:HGNC Symbol;Acc:HGNC:12373]

ELKS/RAB6−interacting/CAST family member 1 [Source:HGNC Symbol;Acc:HGNC:17072]

small nucleolar RNA host gene 14 [Source:HGNC Symbol;Acc:HGNC:37462]

G antigen 12J [Source:HGNC Symbol;Acc:HGNC:17778]

myelin−associated oligodendrocyte basic protein [Source:HGNC Symbol;Acc:HGNC:7189]

mannosidase alpha class 2C member 1 [Source:HGNC Symbol;Acc:HGNC:6827]

G antigen 12J [Source:HGNC Symbol;Acc:HGNC:17778]

family with sequence similarity 133 member A [Source:HGNC Symbol;Acc:HGNC:26748]

ribosomal protein S4 Y−linked 1 [Source:HGNC Symbol;Acc:HGNC:10425]

FKBP prolyl isomerase 1A [Source:HGNC Symbol;Acc:HGNC:3711]

N−deacetylase and N−sulfotransferase 4 [Source:HGNC Symbol;Acc:HGNC:20779]
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Global Geneset Analysis

Rank GSZ p−value #all Geneset
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gamma−aminobutyric acid signaling pathway

chemical synaptic transmission

central nervous system myelination

calcium ion binding

synaptic transmission, GABAergic

negative regulation of ryanodine−sensitive calcium−release channel activity

myelination

regulation of sensory perception of pain

regulation of cardiac muscle contraction by regulation of the release of sequestered calcium ion

digestion

positive regulation of calcium−mediated signaling

cyclooxygenase pathway

negative regulation of signal transduction

axon development

negative regulation by host of viral transcription

positive regulation of chemokine secretion

regulation of release of sequestered calcium ion into cytosol by sarcoplasmic reticulum

protein polymerization

lipid biosynthetic process

cellular calcium ion homeostasis
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−5.83
−5.36
−4.69
−4.68
−4.64
−4.51

−4.17
−4.17
−4.11
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antigen processing and presentation
antigen processing and presentation of peptide or polysaccharide antigen via MHC class II
cellular response to DNA damage stimulus
chromatin organization

IRE1−mediated unfolded protein response
viral process
beta−catenin−TCF complex assembly
positive regulation of transcription by RNA polymerase II
immune system process
DNA replication
retrograde transport, endosome to Golgi
chromatin binding
DNA repair
mRNA splicing, via spliceosome
intracellular estrogen receptor signaling pathway
extracellular matrix organization

mRNA export from nucleus
cellular response to amino acid stimulus
pre−mRNA cleavage required for polyadenylation

cellular zinc ion homeostasis


