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Global Summary

%DE = 0.06

# genes with fdr < 0.2  = 1646  ( 966 + / 680  −)

# genes with fdr < 0.1  = 1143  ( 698 + / 445  −)

# genes with fdr < 0.05  = 841  ( 523 + / 318  −)

# genes with fdr < 0.01 = 455  ( 294 + / 161  −)

# genes in genesets = 16360

<FC> = 0

<t−score> = 0.17

<p−value> = 0.25

<fdr> = 0.94
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Global Genelist

Rank
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long intergenic non−protein coding RNA 645 [Source:HGNC Symbol;Acc:HGNC:44299]

CD14 molecule [Source:HGNC Symbol;Acc:HGNC:1628]

serpin family A member 3 [Source:HGNC Symbol;Acc:HGNC:16]

ETS variant 5 [Source:HGNC Symbol;Acc:HGNC:3494]

glutathione S−transferase theta 1 [Source:HGNC Symbol;Acc:HGNC:4641]

solute carrier family 14 member 1 (Kidd blood group) [Source:HGNC Symbol;Acc:HGNC:10918]

myelin basic protein [Source:HGNC Symbol;Acc:HGNC:6925]

myelin basic protein [Source:HGNC Symbol;Acc:HGNC:6925]

secreted frizzled related protein 2 [Source:HGNC Symbol;Acc:HGNC:10777]

metastasis associated lung adenocarcinoma transcript 1 [Source:HGNC Symbol;Acc:HGNC:29665]

metastasis associated lung adenocarcinoma transcript 1 [Source:HGNC Symbol;Acc:HGNC:29665]

X inactive specific transcript [Source:HGNC Symbol;Acc:HGNC:12810]

zinc finger protein 880 [Source:HGNC Symbol;Acc:HGNC:37249]

TPTE pseudogene 1 [Source:HGNC Symbol;Acc:HGNC:43648]

lipoprotein lipase [Source:HGNC Symbol;Acc:HGNC:6677]

ribosomal protein S4 Y−linked 1 [Source:HGNC Symbol;Acc:HGNC:10425]

metastasis associated lung adenocarcinoma transcript 1 [Source:HGNC Symbol;Acc:HGNC:29665]

heat shock protein family A (Hsp70) member 4 [Source:HGNC Symbol;Acc:HGNC:5237]
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Global Geneset Analysis

Rank GSZ p−value #all Geneset
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plasma membrane

membrane
synapse

nervous system development

central nervous system myelination

cell adhesion
cytoplasm

lipid metabolic process

signal transduction

planar cell polarity pathway involved in neural tube closure

central nervous system development

synapse maturation

cell differentiation
intracellular signal transduction

myelination

neuron projection development

postsynaptic membrane

Wnt signaling pathway

regulation of neuron projection development

digestive tract morphogenesis

Underexpressed
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−8.55
−8.44
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−7.82
−7.75
−6.36
−6.15
−5.61
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−5.14
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mitochondrial translational elongation

mitochondrial translational termination
antigen processing and presentation of peptide or polysaccharide antigen via MHC class II
mitochondrial electron transport, NADH to ubiquinone
mitochondrial respiratory chain complex I assembly

mitochondrion
translation
eosinophil chemotaxis
immune system process

mitochondrial translation
mitochondrial ATP synthesis coupled proton transport

cristae formation
antigen processing and presentation
response to magnesium ion

defense response to virus
rRNA processing
glutathione derivative biosynthetic process

SRP−dependent cotranslational protein targeting to membrane
innate immune response
monocyte chemotaxis


