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HIF3AHIF3AHIF3AHIF3AHIF3AHIF3AGLIS3GLIS3GTF2F1BMPR2BMPR2KMT2ATAF1TCERG1KLF13NFAT5NFAT5SOX5SOX5RBMXZNF345POU5F1KMT2APOLR2GNCOR1TAF15NFIXTHRAELOAKMT2AAFF4CCNT1POU3F4NFIXNFICSUPT6HERCC2SNAPC2POU2F2DTX1LMO4SCAF1SUPT3HMEIS2LDB1LDB1POU2AF1NFE2L2TAF13ESR1MNTZBTB7BPDX1HSF2BPSNAPC3MLLT3MLLT3MYCETV1MAXGTF2F2SUPT3HPOLR2FMLLT3ZNF141TMF1NFX1NFATC3PAX5PAX1NKX3−2GATA6ETV1ETV1ETV1ETV1EPAS1AFF4FOSFOSBEGR1EGR1PIRARRB1ARRB1ARRB1ARRB1EAF2PAX6PAX6NFATC4TCFL5TAL1TAL1LMO4LMO4LMO4TAF4BTSC22D1HLFHLFHLFKLF11KLF4KLF4AHRNFRKBKMT2ABMPR2ASH1LZNF148TAF9BRNGTTRNGTTMED20IWS1SUPT6HAFF4AFF4MBD1GTF2ISUPT16HHSF2NFYANFYASNAPC3TSC22D1KMT2ATMF1TRIP11TMF1TMF1ZNF141LCORLMNAT1DDX21MED4RNGTTCOPS2BATF3IRF1IRF1FOSL1MAFFMAFFPOU2F2POU2F2POU2F2POU2F2POU2F2NFATC1CEBPARREB1MAFZFHX3TGFB1I1RUNX3RUNX3RREB1IRF3CEBPDIRF7NFICZFHX3TFAP2BTFAP2BPTTG1TRIP13KLF5KLF5JUNDJUNDPOLR2ATAF1CCREB5CREB5MAFPAX3HOXD13GTF2A1LNFIL3JUNCEBPBNMINFE2L3NFATC1ESR1GATA3TAF10ELLPBX4CBFBTRIP11ABT1GTF2H2GTF2H1CREB1CREB1CREB1ELOATAF12FUBP1FUBP1ERCC6ZNF202RTF1TRIM24RBMX
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