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PAK6CAMK2BCAMK2BCAMK2BCAMK2BCAMK2AEPHB6KALRNMETACVR1CACVR1CMAP3K9AAK1AAK1AAK1CAMKVPRKCBPRKCBPRKCBPRKCBPRKCBMETMETEPHA5EPHA5EPHA7EPHA7PLK2PAK1PAK1STYK1CAMK1GCAMK1GCAMKK1CDKL5CCNA1CDKL2KSR2CAMK4MMD2KITCAMK4CAMK4IP6K3ERBB3ERBB3FGFR3FGFR3RPS6KA2TYRO3GRK2PDK2CAMKK2EPHA7MAP3K21VRK3RPS6KA5KALRNPAK3PAK3PRKCZMAPK10BRSK2EPHA10MAPK11PRKCGPTK2BPTK2BCCNOPRKCGCAMK2ASTYK1PAK6ITPKAPRKAR1BSTK32CPNCKMATKNUAK1MAST3CDKL5EPHA4EPHA4EPHA4EPHA4WNK2PRKG1DCLK1DCLK1DCLK1FGFR2FGFR2FGFR2FGFR2CDK18TRPM6MYLKFRKSGK2MYLKMYLKPDK4PDK4RETRETRETBMP2BMP2EPHB1EPHB1EPHB1SBK1BRSK2MAST1PAK5PAK5RPS6KA6RPS6KA6TNK2EPHB3CASKCASKMEX3BCSNK1ECCNJMNAT1ACVR2BPIK3CALAMA1PBKCDK1CDK1CDK1AURKBAURKAAURKABIRC5CHEK1BUB1BIRC5AURKBPLK4PLK4NEK2CCNB1CCNB1CHEK1CHEK1MELKBUB1BBUB1TTKBIRC5CCNB2HUNKALKALKCDK6CDK6CDK6CDK6CDK6CDK6EGFREGFREGFREGFREGFRCDK2CDK2WEE1WEE1TGFBR1IKBKBMAP3K1RYKDYRK2STK38CHEK2EGFREGFRTLK1TLK1NEK3CCNE2CCNE2WNK3IGF1RBMPR1BSGK3SCYL2MAPK14MAPK14CDK17MAPK1MAPK1GSK3BADAM10ADAM10CAB39CREB1CREB1HIPK3EIF2AK2CCNG2CCNG2DSTYKPRKAB1BMPR2MAP3K2TAOK1CDK8NEK9CLK4TRIOFASTKD2BRAFGTF2H2JAK2JAK2PRKAA1CDK13PRPF4BNLKTTBK2ROCK2MAP2K4MAP3K13IGFBP3IGFBP3TGFB2TGFB2DDR2DDR2DDR2DDR2JAK3PRKCDPIK3CDLRRK1TGFB1PIK3CGPIK3CGGMFGHCSTRPS6KA1BTKLYNLYNLYNCSF1RSYKHCKSYKSYKCITCLK4NEK1CDC42BPAATP23STK32BEPHB2EPHB2EPHB2MMDMKNK1MKNK1PRKACGINSRRARADYRK1BGRK4MAST4CCNT1PHKBMAP2K7PTK2WNK1CDK12NEK8NEK8SMAD1PRKAG2STK4PRKD3PDK1FGFR1CDK19TRIOTRIOFLT4TIE1ACVRL1MAP3K6DMPKDMPKMOKEPHB4PRKD2MAP3K20MAP3K20MAP3K20MAP3K20ALPK3ALPK3MAP3K20ALPK1ALPK1MAP2K3ERBB2ROR1ROR1ROR1ITKFAM20AFAM20AFAM20ATGFB2NUAK2RUNX3RUNX3FGRMLKLIKBKEDYRK3LCKALPK2LATS2LATS2IRAK2PLK3VRK2MAP3K14AKAP13LIMK2LIMK2NEK6NEK6STK3BMP2KMAST2MAPK4MAPKAPK2IRAK1HSF1TRIB3STK10STK17ASTK17ATRIB2EPHA2FGFR1FGFR1STK32APRKCATNIKLIPEPKDCCUHMK1UHMK1JAK1DAPK3TRIB3STK33STK33CCND1CCND1ACVR2BPIK3CBILF3SMG1NEK1TAF1SMAD5BMPR2BMPR2CCND2CCND2WNK1PRKAB2AKAP13SQSTM1ULK4ULK4RSRC1BMP2KCCL8CCL2TTNSTK32ASTK32APHKA1PHKA1MAKMAP3K19NEK5NEK5NEK11NEK11PHKG1BMPR1BBMPR1BDCLK1AXLHSPB8LRRK2SIK1SGK1PDK4MAP3K8IRAK3PRKACBCDKL1COPS8COPS8EPHA3TEKFLT1KDRERGERGDAPK1PRKAG2PRKAG2HIPK1MYLK3MYLK3MYLK3HIPK2NTRK2WNK2WNT5AWNT5ARIPK2BMPR1ASTK17BSTK17BMERTKMERTKTNNI3KPRKAA2MTORTESK2TGFBR2TGFBR2PRKCQPRKCQULK2ULK2PRKG2ERBB4ERBB4PDGFRAPDGFRANTRK3NTRK2NTRK2NTRK2P2RX7TNK2MAPK12PASKPASKLIMK1ST3GAL1GRK4SQSTM1TBRG4CDK10GSK3ARARAMYO3APHKA2DAPK2MINK1MINK1MINK1LMTK3TAOK2GRK2GRK4GRK3RHOMAPK13ACVR1BPRKCEPRKCEDAPK3SPEGPDK2MAP4K2LTKCDK5CAMK2GCAMKK2BRSK1CAMKK2PRKAR1B
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