
−2.77

−0.56

1.65

3.86
positive regulation of nuclear−transcribed mRNA catabolic process, deadenylation−dependent decay

G
S

Z
group 1
group 2
group 3
group 4
group 5
group 6
group 7
group 8

CPEB3

TNRC6B

AGO2

CNOT1

TNRC6C

NANOS1

CNOT7

CPEB3

CPEB3

ZFP36

ZFP36L1

ZFP36L2

ZFP36L2

−1.8 1.6∆ e



−4

−2

0

2

4

positive regulation of nuclear−transcribed mRNA catabolic process, deadenylation−dependent decay
G

S
Z

on
−
off

# features = 41

1

2



gr
ou

p 
1

gr
ou

p 
2

gr
ou

p 
3

gr
ou

p 
4

gr
ou

p 
5

gr
ou

p 
6

gr
ou

p 
7

gr
ou

p 
8

−4

−2

0

2

4

6

positive regulation of nuclear−transcribed mRNA catabolic process, deadenylation−dependent decay
G

S
Z


