3.36

GSZ

-0.98

-3.16 -

ITGA4

ITGA4

VEGFA

KITLG

KITLG

KITLG

ITGA2

ITGA2

CCL8

TACR1

1.19

positive regulation of leukocyte migration

group 1

group 3
group 4
group 5

group 7
group 8

AR

‘III
|| |I] \‘I I\LILI

-1.6

Ae






positive regulation of leukocyte migration

g dnoib

). dnoib

9 dnoub

G dnoib

¢ dnoub

e dnoub

Z dnoib

T dnoib



