positive regulation of DNA repair

3.01
group 1

group 3
1.14 group 4

group 5
-0.73 group 7
. . I - I I —

L. sl

EYAL I I I I I 1| lm

EYA1
SMCHD1 -2.5 Ae
BRCA1
CEBPG
EGFR |
EGFR |
EGFR
EGFR 1
EGFR
UBE2V?2
MGMT
NPAS2
NPAS2
NPAS2
NPAS2
a1 RS RN |
EYA4
EYA2 |
BRCC3 I
SMCHD1
DHX9

EGFR
EGFR

GSZ




| “ll||"rr||J“n||-|,,lun\.n'\'|'J"r,ﬂ.l -------- w'nk |||h'mql‘[1|‘|'||l‘m1|\\'l -" .. '




positive regulation of DNA repair

1
1
1
1
-

2
0 i,
2

ZS9

g dnoib

J dnoib

9 dnoub

G dnoib

 dnoib

e dnoub

Z dnoib

T dnoib



