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HLA−DQA1HLA−DQA1S100A8CD163CD163CPCPCPCPCD44CD44CD44CD44CD44CD44CD44CD44SLC16A3NCKAP1LPTPRCIQGAP2PLAUPLAUICAM1ICAM1FCGR2BFPR3FPR3HLA−DQB1HLA−DPA1CD74CD74HLA−DOAHLA−DPA1HLA−DRAHLA−DRAHLA−DPB1HLA−DPA1HLA−DRB1HLA−DRB1HLA−DRB1ANXA1PTGER4MYOFTNFSF13BTNFSF13BEMP1EMP1EMP1EMP1DDR2DDR2DDR2DDR2KCNMB1PHEXPHEXCD99HVCN1ADORA3APBB1IPSLC2A5LPAR5SELPLGTMEM119ADAM28CX3CR1P2RY13BLNKSUSD3ADRB2SLC2A5OLR1IFNLR1HK2ITGAXCACNA2D4RHBDF2CSF3RDEF6INPP5DFMNL3SELPLGPRAM1CSF3RPILRAFGD2FGD2FGD2FGD2SIGLEC10PIK3R5SLC1A5SIGLEC10EBI3VNN1PSTPIP2SLC11A1SLC11A1TGFB1CSF1DAB2STAB1STAB1IL10RAC5AR1C4BC4BC4BSCINSCINTLR2SLC11A1LILRA2RGS10CD84CD84PTAFRPTAFRINPP5DC3ITGAMPLCG2LILRA1TLR5HCLS1TYROBPPARVGADAP2ADAP2VAV1BTKCD33CD86PARVGCARD9ARHGAP45SYKNCKAP1LMICBRAC2ITGALITGALCCR5SNX20PIK3CGFYB1FYB1FYB1SIRPB2DOK3SCINFPR1FCGR1AFCGR1ACD14CCR1HCKCD300ALCP1PLEKLAT2FCER1GFCER1GSYKCD86FCGR2ALAIR1ITGB2ITGB2IGFLR1VAMP8CYBATREM2AIF1AIF1AIF1CLEC5AITGB4ITGB4ITGB4ITGB4SLC44A3GNG12GNG12STEAP3STEAP3CD58CD58CD58PDPNPDPNPDPNDIRAS3SLC2A10HLA−DQA1HLA−−FCD300LFDAPP1CD40CASP4SIGLEC7PLCG2GAPTMSR1MSR1OAS3LAMP1SLC22A18IFITM1LGALS3RGS16RGS16LSP1PLAURCLIC1ANXA2ANXA2ANXA2GSDMDHFEHFEVAMP5ICAM3BST2SECTM1PLP2FLNCFOLR1ZMYND10CFAP157S1PR3CELSR1ENPP1CRB2DENND1AS100A9FCGR3BCXCR2HTR2BSPHK1IL7RIL7RIL4RMLKLTREM1RFTN1CD44MICALL2MYOFMYOFS100A6VIMFLNAFLNAFLNAMXRA8EHD2TNFSF12ARSAPARVBTRPM2FAM129BCROCCDMPKDMPKTRIP10PRKD2FLT3LGIL6RAGTRAPIL12RB1HCSTSTXBP2FCGRTRRASVSIRITPRIPDUOXA1DUOX1GPC3FCER1ATGFBISIGLEC1SIGLEC1CD163GPR82GPR82GPR82ITGA4ITGA4NRP1NRP1NOD2TMEM131LKIRREL1PCDH12MMP2STK10EFNA1NHSATP7AIL1RNSLC2A3NAMPTGPRC5AGPRC5AADGRE1IL21RIL21RCXCL12EDNRAEDNRAEDNRAGPR88MLIPGFRA2GFRA2EPHA4EPHA4EPHA4EPHA4ADCY1ADCY1KCNIP4KCNIP4KCNQ4HRH2BAIAP2BAIAP2DGKZPTK2BPTK2BNUMA1OR7A5CLEC4ESLCO4A1SLC52A3CPMCPMALOX15BALOX15BIRAK3ACSL1CPMCPMCPMCCN2CAVIN2CAVIN2MYOTRRAS2RRAS2STK17BPDLIM5PRKACBNCAM1NCAM1NCAM1SMAD7LGR5NCAM2CXCL12SGCEZDHHC2ZDHHC2ZDHHC2ERBB3ERBB3RASGRP3CA2ABCA8ENPP6PRIMA1BEST1BEST1BEST1ATP10BDOCK5GPIHBP1DOCK5ARRDC2SLCO1A2SLCO1A2MEGF10MEGF10FGFR2FGFR2FGFR2FGFR2ABCA6SLC27A6TRPM6HHIPHHIPLPAR1LPAR1LPAR1PLD1PLD1PLD1GPR37LDLRAP1LDLRAP1TMEM63ATMEM63ABVESICOSLGTMEM63ATMC6TMC6KCNJ2GLDNPATJMBPMBPGPR39DPP4MICAART3CDH19CDH19SIGIRRSIGIRRCPPED1CPPED1CPPED1SLC13A3TLN2RAB3DCD59GLULGRAMD2ANOS1CA14SLCO3A1SLCO3A1SLCO3A1PLD1HHIPPIP4K2ADYSFPRKCQPRKCQRHBDL2RHBDL2CD22CERCAMAPLP1GJB1GJC2HSPA2PLP1SEMA4DENPP5ENPP5C2orf40GAS7GAS7GAS7MAP7MAP7COBLCOBLSLC14A1SLC14A1ADCY8FZD7FZD7SNTB1SNTB1SNTB1ARARARVCAM1GEMRPE65F2RL1F2RL1SERPINE1ARCRGS1RGS1SCN7ASCN7ASULF1SULF1SULF1TFPITFPITFPITFPIEMBPRKCDTNFRSF11ASKAP2SKAP2SKAP2SKAP2P2RY12P2RY12IL13RA1ENTPD1ENTPD1SLCO2B1SLCO2B1PIK3AP1SLC2A5CSF2RBTLR1PTPRCTLR7PIK3CGADAM28ATP8B4SAMSN1SAMSN1PIK3AP1FYB1CSF2RACSF2RACSF2RACSF2RAGPR160RGS18TNFSLC44A5SLC44A5SLC44A5SLC44A5
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