peptidyl-serine dephosphorylation

3.38

1.08

= o110 ANRRN
el .II"

GSZ

group 1

group 3
group 4
group 5

group 7
group 8

PPPZRZCI | | | | |

PPP2R2C |

PPP2R2C

seezvac ||| [ | |

DUSP1

DUSP1 |
NCK1

NCK1

-2.2

Ae

1
15






peptidyl-serine dephosphorylation

_—
1
4- ===

g dnoib

). dnoib

9 dnoub

G dnoib

¢ dnoub

e dnoub

Z dnoib

T dnoib



