
−5.03

−1.85

1.32

4.5
mRNA 3'−end processing

G
S

Z
group 1
group 2
group 3
group 4
group 5
group 6
group 7
group 8

ZC3H3
U2AF2

SYMPK
SYMPK
THOC5
SYMPK

SRSF11
DDX39B
PAPOLA

SRSF6
POLDIP3

SRSF5
RPRD1A
NUDT21

SRSF4
SRSF4

U2AF1L4
CHTOP
THOC6
CDC40

RPRD1A
WDR33

SLU7
RPRD1B

NCBP1
NCBP1

PAPOLA
CPSF2
CSTF1
NCBP2

NUDT21
SRSF1
CSTF2

RBM8A
RNPS1

CSTF2T
THOC2
WDR33

SRSF11
SRSF11
UPF3B

MAGOHB
SARNP

−2.4 1.4∆ e



−4

−2

0

2

4

mRNA 3'−end processing
G

S
Z

on
−
off

# features = 127

1

4



gr
ou

p 
1

gr
ou

p 
2

gr
ou

p 
3

gr
ou

p 
4

gr
ou

p 
5

gr
ou

p 
6

gr
ou

p 
7

gr
ou

p 
8

−4

−2

0

2

4

6

mRNA 3'−end processing
G

S
Z


