
−5.06

−1.41

2.24

5.9
double−strand break repair

G
S

Z
group 1
group 2
group 3
group 4
group 5
group 6
group 7
group 8

SMCHD1
NIPBL
EYA1
EYA1
EXD2
SETX

XRCC4
XRCC4
XRCC4

FEN1
LIG3

APTX
BRCC3
RAD50
RAD50

SMCHD1
TDP1

BRCC3
LIG4
LIG4

APBB1
MTA1

H2AFX
EME2

RNF168
EYA3
TP53

RAD52
RAD52
EME2
REC8

ERCC1
DCLRE1C

PARP9
PARP9
CDCA5
BRCA2
BRIP1

TRIP13
BRIP1

BRCA1
CHEK2
BRCA2
BRCA1

RAD54L
POLQ

PARP3
TP53
TP53

−2.4 1.9∆ e



−4

−2

0

2

4

double−strand break repair
G

S
Z

on
−
off

# features = 143

1

6



gr
ou

p 
1

gr
ou

p 
2

gr
ou

p 
3

gr
ou

p 
4

gr
ou

p 
5

gr
ou

p 
6

gr
ou

p 
7

gr
ou

p 
8

−4

−2

0

2

4

6

double−strand break repair
G

S
Z


