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base—excision repair

group 1

group 3
group 4
group 5

group 7
group 8

RPA3
HMGA2
POLQ
NEIL3
RECQL4
RECQL4
LIG1

0GG1
TPS53
NEIL1
DNA2
APEX2
NTHL1
FEN1
PRMT6
ERCC6
ERCC6
USP47
NEIL1
RPA4
RPA1
TPS53
TPS3
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base—excision repair

P




base—excision repair

g dnoib

). dnoib

9 dnoub

G dnoib

¢ dnoub

e dnoub

Z dnoib

T dnoib



