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HLA−DQA1HLA−DQA1HLA−DQA1POSTNPOSTNCOL1A1COL1A1COL1A1HLA−DQA1HLA−DQB1HLA−DPA1CD74CD74HLA−DPA1HLA−DRAHLA−DRAHLA−DPB1HLA−DPA1HLA−DRB1HLA−DRB1HLA−DRB1CTSCCTSCTLR2CYBBCYBBTLR1ATP8B4CST3CST3PHEXPHEXPIFOCOPZ2AGTRAPAGTRAPP3H2PTGS1PTGS1PTGS1PTGS1GBP3CD44CD44CD44CD44CD44CD44CD44GBP2GBP2ST8SIA3ST8SIA3SLC1A6SLC1A6NMNAT2NMNAT2NSG2MARCH4NSG1NSG1NSG1CABP1CABP1CABP1SYT1SYT1GAD2CREG2CREG2TMEM130SNCASNCASNCACAMK1GCAMK1GOLFM3OLFM3KCNJ6KCNJ6ST6GALNAC5ST6GALNAC5CALN1CALN1STMN2STMN2SYT4SYNE1PTPRNSYN1SYN1HS3ST2ATP8A2ATP2B3NMNAT2ST8SIA3CNTNAP2CNTNAP2CNTNAP2ATP1A3DNM1GALNT17TENM2ATP8A2ATP8A2ATP2B3RAB26RAB26NDST3PARM1GALNT14RAB27BB3GALT2B3GALT2OPALINMYRFBOKCXCL14CXCL14RPH3AANK3ANK3ANK3ANK3RNF128ST8SIA5ST8SIA5TFAP2ACABP7CREB3L4GCNT2GCNT2CLVS2CLVS1CSPG5MMD2LDLRLDLRLDLRPRKG1RASGRP1CHST1CHST1GALNT16GALNT16CA4CA4CLIC5ST6GALNAC1B4GALNT1B4GALNT1PRCDSTMN4STMN4ZDHHC13AP1S1AP1S1AP1S1CUL3RAB2AB4GALT6B4GALT6B4GALT6CNTNAP2ASAH2ASAH2PRKNCNSTRAB6AOCRLMAPK1MAPK1KCNIP3RAB27BATP7BSLC9A7SLC9A7GAL3ST1ABCG1CALN1ARL3RAB18GOLGA6L2CAND1ASIC1ST6GAL2ST6GAL2SGSM1SGSM1FAIM2PTGDSPTGDSPDE2APCSK1NDUSP26KCNIP3KCNIP3ECE2SLC1A6FAM57BAP3B2MMP24SMPD3NDST4LGR5LGR5MGAT4CMGAT4CST8SIA2STC2STC2PTCH1PTCH1PTCH1FHDC1ZDHHC22GALNT13GALNT13GALNT13ST8SIA1GOSR2CEP83SCRG1NEDD4USP6NLPDGFRAPDGFRAZDHHC2ZDHHC2ZDHHC2PDE3BPDE3BDNM3ATP8A1MARCH1MARCH1MARCH1BCL6DNM3CHST3CCDC88AVAPBSPPL2BSORL1TSC2COG2GALNT2PPP2R5CARHGEF2CASC4SYNRGCLINT1PDXDC1PDXDC1PDE4DIPCLCN5CAPN2GOLIM4CUX1RMDN2MAP6ARHGAP21RNF24SH3RF1EXT1CAND1GOLGA8ACHST11AP3D1PRRC1B2MVTI1ATRAPPC10ST3GAL5NHSUGCGCBLCLCN5SLC35E2ARAB12RHOSREBF1DMDENPP7CDK5RAP2RAB27BSMPD3AMFROBSL1PIDD1PIDD1SPPL2BTFAP2ATNRC6AHIP1ATF6BATAT1MARCH9CORO7TJAP1KIF13AARL17AARL17ASYNE1FUT9MAN2A1DLG1NPC1ACSL3GALTGOLGA6CCCDC88AMPHOSPH9HERC1GOLGA8AGRHL1TDRD3CEP83ATP8B2GOLGA8AGOLGA8AKIF20AEGFREGFREGFREGFREGFRNOD2ATP7AGALNT10CHEK2GLATMEM50BZDHHC13CCDC88ATMF1IL15RAGIMAP1GIMAP1LTBRTMEM173MFNGMFNGPLK3TMEM165FMNL3DCLRE1CTMC8TMC8MAN1C1MAN1C1DUSP10FAM114A1CPQCPQFAM114A1ITGA5BACE2RAB27ARAB27ARAB27ARAB27APLSCR1PLSCR1IL15GBP5GBP5GBP1GBP1GBP1SECTM1BST2VAMP5FAM20AFAM20AFAM20ASTEAP4CAV1CAV1CD14HCKPYCARDCYBALST1LST1LST1LST1LST1LST1ST8SIA4ST8SIA4ST8SIA4SRGNMGAT4AMGAT4ARABGAP1LLPCAT2CTSCLYNLYNLYNUSTCD36CD36CD36ERC1ERC1ERC1ERC1CDH15PMF1−BGLAPKIFC3NFKBIETMED3KCNA6B3GALT5CLSTN2CLSTN2SMAD6ID1COG8AKAP9ABCA1ABCA1GALNT10TAPBPLCHST11SCARA3SCARA3OSBPL11GALNT15GALNT15F2RGLIPR2TNFRSF1ACD44CD44CD44RNF125FGD2FGD2ARHGAP4GBGT1SERPINB9NLRP3LPCAT2LPCAT2FGD2FGD2FUT4FUT4SEC22BAGTRAPFZD5SLC35D1GALNT4GIMAP1FGD3ZDHHC19RAB32HLA−DQB2ABCA7B3GNT7B3GNT7TRIP10INPPL1CHST14PMEPA1CHPFSCAMP4PRKD2SLC35A2SCAMP2FKRPNUCB1KDELR1C11orf24SLC38A10ERGIC1ERGIC1CALRST6GALNAC4CALUCANT1SCAMP4RAB7BPTGFRNZDHHC1EMID1B3GNT9CHST7ST3GAL6ST3GAL6CHPT1GJA1DMDPDE4DIPZDHHC3NDRG2WWOXWWOXSREBF1ZDHHC14TPST2TPST2ACO1SAR1AATP8A1COPASTIP1KLHL20MSH6DYNC2H1MANEACDK13CCDC88AERGIC2VAMP4GOLT1BLMAN1TNKS2TMEM30ADLG1TRIM23NDFIP2SLC30A5ADAM10ADAM10MARF1COG3ARFGEF2GOPCZNF148ZDHHC21ZDHHC21ASH1LRIC3JAM3JAM3FGD4SCYL2LMAN1FNDC3ACDH1SULF1SULF1SULF1HS3ST1CHST9CHST9PLA2G4AFIBINF2RL1F2RL1LIPGVCAM1AJUBAAJUBAIGFBP1TENM1POMGNT1PEX5YKT6CTNNA1TMED5SORT1ST6GAL1EGFREGFRSPPL2BBMP1BMP1GAL3ST3ST3GAL2B4GALNT4AP3D1GLYR1BAIAP3BAIAP3EPHA4EPHA4EPHA4EPHA4FGFR3FGFR3SEMA6DSEMA6DSEMA6DGASK1ASLC30A10CASQ1B3GAT2HS3ST3A1HS3ST3B1RSAD2RSAD2GALNT3CLEC18BPCSK5PCSK5PCSK5MTTPSLC35G2RHBDF1FGFRL1GDF1KDELR3EMP2EMP2KDRFGD5CAV2CAV2BACE2BACE2KDELR3ADAM19GBP4SPRY1GDF15B3GNT5GSAPGSAPPLAGL1PLAGL1PLAGL1PLCE1PLCE1RPGRSGMS2CHST6PLA2G5PLA2G5SLC35G2CUL7RAB36OSBPL10TOM1L1TOM1L1RAB34RAB34ABCA5ZDHHC23LRP2LRP2GALNT6TMC6TMC6PLD1PLD1PLD1FAM241ARNF125ST6GALNAC3PLD1KCNJ2SPP1FGFR2FGFR2FGFR2FGFR2HS3ST4DHCR24HS3ST5NPYJAKMIP3B3GALNT1B3GALNT1FZD8NEDD4LCLCN4CLCN4CLCN4CLCN4LRRK2ICA1NHSBICD1PTHLHPTHLHAOC3ESR1ST3GAL1FGD6SEC16BHS2ST1ATP8B1CTSCCHSY3GLT8D2GLT8D2TMEM30BKLF5KLF5B3GNT2MAN1A1MAN1A1PERPCALUFGD6FGD6IFT57CLCC1PNRC2SGCESNAP29VAMP4TMF1TMF1RELCHMOSMOHOOK3ZDHHC21TRIP11CSGALNACT2ERGIC2MYO6MANEAMANEATRIP11MPHOSPH9SLC30A5CCDC91RMDN2SLC30A7TMED5SGMS1SLC30A1IMPAD1MAN1A2MAN1A2VPS41FGF7ATP9BSEC22BGLCEDOP1BBICD1KCNS3LRPAP1MTORTMEM59PRKAA2SPEF2AZIN2CLIP3TMEM132ARIPOR1TRIM3MAPK8IP3SREBF2STMN3FUT8FUT8MTUS1PRNPZFYVE1ARHGEF2TBC1D5PSEN1ZDHHC17SCAMP1SCAMP1SCAMP1STX6SLC9A7RAB30SAR1BARF6TMED2RHOUNEDD9NEDD9GASK1BPIK3C2APIK3C2ATMEM59LMINK1MINK1MINK1LMTK3SLC35E4BAIAP2BAIAP2NCS1PRDM2ZDHHC18COL26A1ZDHHC8IGFBP6ACHEACHEDYSFMAP6D1GALNT6ST3GAL4DAPK2GPR143KIAA1324KIAA1324STSSTSSTSSNCASNCASVIPSVIPNEDD4LNEDD4LGALNTL5SPTBFBXW7FBXW7KCNA5MAP4K2TMEM132AGOLGA7BQSOX1MGAT5BPARM1GALNT18RAB6BGALNT9CBFA2T3ST6GALNAC6HID1GNPTABCHST8FZD8UHMK1UHMK1PKDCCENTPD4ENTPD4NCS1NCS1PITPNM1CLSTN3CLIC5PRKCEPRKCEMYO5ASELENOMCHAC1PPP1R15APPP1R15ASVIPRAB3BRAB3BRAB3BRAB3BRAB3B
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